Boundary between PRO and the Gene Ontology 

One goal of the meeting is to clarify the boundary between PRO and those OBO Foundry ontologies with which it has the potential to overlap. 

Boundary between PRO and GO (The Gene Ontology) 

The Gene Ontology term 'cellular component' is defined as meaning: the part of a cell or its extracellular environment in which a gene product is located. The following gloss is provided: 

The GO-CC ontology accordingly defines parts of a cell or its extracellular environment in which gene products are located. This includes the cell itself, its parts, both internal and external (endoplasmic reticulum, extracellular matrix), organelles and macromolecular complexes of various sizes and compositions, including protein complexes. 

GO will contain terms for attributes of protein entities, including 

· 1. terms for the molecular functions proteins perform 

· 2. terms for the biological processes in which proteins are involved 

· 3. terms for parts of cells (or the extracellular environment) in which proteins can be located, including terms for complexes of protein molecules. 

GO will not contain terms for individual protein entities, and will not contain terms for transient multi-protein associations. 

Protein complexes are defined by GO as: any protein group composed of two or more subunits, which may or may not be identical [in type]. This definition includes homodimers, but not single protein molecules. As an operational criterion, the GO excludes unstable or random assemblages of parts. 

The GO will frequently describe the typical constituents of a protein complex in a free text description embedded in a definition of some other term, but not explicitly using part_of links. Protein complex members can also be extracted from annotations of gene products, but this information may be incomplete and yields only organism-specific protein sequence identifiers. 

Boundaries between PRO and Other Neighbor Ontologies

Boundary between PRO and SO (The Sequence Ontology) 

SO will contain 

· 1. terms for features of sequences of protein molecules 

· 2. terms for qualities of features of sequences of protein molecules 

· 3. terms for variants of sequences of protein molecules 

Boundary between PRO and RNAO (The RNA Ontology) 

RNAO will contain terms for evolutionary relations (like homology) between different RNA molecules and parts of homologous RNA -- homology at the motif or nucleotide level -- with the goal of representing such relations in databases and in multiple sequence alignments. 

Boundary between RNAO and SO 

· SO will contain terms for 1-dimensional features of sequences. 

· RNAO will contain terms for 2- and 3-dimensional features of sequences. 

Boundary between ChEBI and PRO/RNAO 

· ChEBI comprises molecular entities focused on ‘small’ chemical compounds. The term ‘molecular entity’ refers to any constitutionally or isotopically distinct atom, molecule, ion, ion pair, radical, radical ion, complex, conformer, etc., identifiable as a separately distinguishable entity. The molecular entities in question are either products of nature or synthetic products used to intervene in the processes of living organisms. 

· Molecules directly encoded by the genome (e.g. nucleic acids, proteins and peptides derived from proteins by cleavage) are not as a rule included in ChEBI. 

